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https://www.illumina.com/products/by-type/sequencing-kits/library-prep-kits/microbial-amplicon-prep-influenza-a-and-b.html#:~:text=Illumina%20Microbial%20Amplicon%20Prep—Influenza%20A/B%20enables%20cost-,at%202%20x150%20bp%20sequencing.
https://www.illumina.com/products/by-type/clinical-research-products/covidseq-assay.html
https://www.illumina.com/products/by-type/clinical-research-products/covidseq-assay.html
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https://www.illumina.com/science/genomics-research/articles/dragen-wins-precisionfda-challenge-accuracy-gains.html
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