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lHlumina DNA
Prep with
Enrichment

fI7t BT olaljoie
2|AH|O|MMS X|&5H=

ot £8 aE2e

= 2 o
Jp- MH 0F

Jazze N2

o

o DN SLEY WSO Heltt SY TRES2 20[E82]
=t B 28y gy

-

. 9T 9 gl 7 9 HY 4 AIF(WES) 2 A
EEEERE T

=

i

of 6.5A120 2 R&|= L&t 2to|E2{2] FH| 8l QI2|X[HE

2: M-KR-00218 v2.0 KOR
M: M-GL-02147 v2.0

| 1




ILLUMINA DNA PREP WITH ENRICHMENT

AN

llumina DNA Prep with Enrichment= 5 QI2[X|HE @ » O o

(target enrichment) 2 A& A2 & (exome sequencing)Oll %

o Qst %ﬁ'é‘fj =20 7HESE 20| E242| =H| & QIZ|X|HE ola|X|ge bl 23 DNA DNA-eBLT =
EMALZ(eBLT)

|52 Zeet S2UYLICE 0] ERHE Rt H=E R A ‘

AEZ SM(E 1S MEFSH, ALY IiE, 718E T, ©&
ol AlE A (whole-exome sequencing, WES) & lllumina%t

§  eBLTE oige spaaeoly

o
5 = EfI%E|0| 42 HZ 2fo| =zl
EFARZE JHE oF RIS QIZIXHE A OS2[0S =
X|2etL|CH ¢ PCR Z2}o|of olg4l
[y = | .
lllumina DNA Prep with Enrichment= ZFASHEl oF $19] 9, N
St0|=22[=8Hhybridization) THAIE S2¢t & &IEQl Read 2 A4 Zatol0i Rz ) ndext
HI=(bead) 718t chemistryE AFSZILICHIEZ 1). lllumina \f”
DNA Prep with Enrichment 3222 AE Al Aldst ol Vv roromy
ME0l= Flex Lysis Reagent KitE, 4144t Ef MZS0l|= RIZSET oo | o7
Saliva Lysis ProtocolE 2&3tH DNA% Y ==g 4 U0 eIyl 2tojaai2|
EIIH O Z A|ZHS EoFst 4~ Q&L ¥ veneie @ zojmzizie) B2 sz
. . . =a|g| M= gl
H 1: lllumina DNA Prep with Enrichment2| At B U sol=z
¥ woesnE zze my )
20| A
404 H x|
DNA AiZ 93 gDNA, 24, |':| FFPE ZZ[0f A o
F5¢eDNA ¥ 2cwemig o siES 0z vlzitee
TZ DNA AFEEF 10~1,000 ng - —
v
ME HEIZE Y (multiplexing) UDI 38471 O
Q2| XHES HA ato|izia|
olajt|HE X =2 ¥ HEoI elznE S A 2fojezie 8%
NS 1-plex = 12-plex 2ol 2 #HE - —_—
(Pre-enrichment pooling) SI2/XIHE U olsialo] 22 E AIZAO| Tt 2oj=i2)
AE Ttset A EA AlAH SE lllumina AIAE
321 lllumina®l Ef2IEO]M chemistry — QI2[A|HE H|= Zgf
592822 29 AlZF o 65412t
EMAIZE (enrichment bead-linked transposome, eBLT)2 2
a. %[210ng® DNAZ ALY =+ oL, 0] B2 ZESl(saturation) 7|22 DNA 28w St BjUE|0]d BhS (tagmentation reaction) = B #19]
HZo}(normalization)= M3 x| %3 Sto|E2| =5t BtE g AKXl A&stn At I E=EL
b. CHE QIRIXIBIE plexity™ MEH 7Hs el 452 O] 2ole|x| 242, 0] 2 7tel
Ao} A7 LR 4 900 # K| 2Nt R %8

c. 2folz2iz] FH], Ql2XRIE 12T 2jo|uRiz| BEYEY B EuE,

gDNA: genomic DNA(R T DNA), FFPE: formalin-fixed, paraffin-
embedded(Z2Z 2 17, m2tE Z0f), UDI: unique dual index(1F
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ILLUMINA DNA PREP WITH ENRICHMENT

. —I— —_
AI_I—Q-EO|-_T1_ -,Q,-ﬁol_ |-O||=|E-|E| 7CI:|| AMESEOIZIXHE 2 FEZL
IT .
ol |X| HE —?—-Iﬂg 2 lllumina DNA Prep with Enrichment 2582 AtsgtE
2to|=ei2| EH(of| eot 2[R = 52 A[AE(liquid handling
lllumina DNA Prep with Enrichment 2888 743sH= system)S X[otH, B =7t H10 A4 AlZE 8L 2R A[ZHO]
JPEF SHAIEOl @ A H|E 2Tt EEHAE_._(bead linked WO AM&SD ZHASHE QI3 E2L I-||—'—0H_|IZHJEE! 2, ®2).
transposome, BLT)S 0l&dH #S¢ot Ef2RIH0|M BE s
ZHot= 2H|E EfIHIE0] M4 (on-bead tagmentation)ILICH  2: lllumina QIZ|X|HE 93220
0] Mate Crant 22 9 7HX| HEE HIPLick
« 50 ng 0|42 gDNAZ AtEdt= F2, e EHo| 37| ntetolE NGatiie: PN Py
WS UEX| 97| R0] K DNA MB9| Heh Hareirt with Enrichment
QK| 90t 7|E 9t Alo} AFR Al 428 AIZITt B[22 sl s 2 )
Hobah 2~ Ql&LCt
5 4 ol DNA AFR 2 X2
. 24|c EfTslEo| M2 | DNA EH3}(fragmentation) Herel DNA A8 A v
CHAIZ m SER| ofof 2taf A AL Al A = A7
J7:||E ER% Ol'x| Loof |_ EE |'o | —LRE||_ }\| Jj—l' E|'O|EE‘|E| E%—al' En_D;” Esﬂrb v
B8 S Morer 4 et
. 31 50~1,000 ng2 gDNAS AFESH= HQ, T3} 7|8ro] FFPE 22 7tS v
DNA EZX317} 285D 2 olz|x|HE M 7i 2fo|=22{2|Q]
iy an B P o DNA AH8Z 10~1,000 ng
ot B BEo ThAQ HRMol AttELCH
o MEH HLE 9050 AQE|E CHY sto|E2|S 8} 2lol=ez| ZH| U QI2[NHE AQ A2 oF g.5A|2
D2E2S S8 CI2IXIHMES 4AJ7H otol| DR & QIALICH
gtoj=eie] 4 37|° 150~220 bp
MI oleA |E UDI 38474
a. H9 9 Efo B0 N JH53t S8E 86 TR EZ0| KUY
2folZaie] EESH= 50 ng 0142] gDNAS AFE S 1 7458t
c. 2lo|=2i2] FH| U S2IXIBIE A9 AIZ0lE 2foj=2i2| FY|, o=z BEYEY
|1 oK HE A\7}O| ot
d. 26iE FFPE DNAS 22 8% 37174 &g = US

e £ 1]
| BC

MastaE2e  off gEol ME EZsHE 2t QoIs g g4 zot a2M
HOT ©f 24A|Zt gDNA, g, HIE 7|4t 7|ME £ HAH id DRAGEN™ Secondary Analysis
TAT <k 6.5A|Zt Etel, FFPE 2to|=2a{2| EEot AL mie Variant Interpreter
lllumina = ERAF TIHE As2t AFRE
a2 2: AESED RS lllumina Q2IXHE JIEZZLE MESH= lllumina DNA Prep with Enrichment — $I2Z222 40 AZI2 5 2222 E
Sl 12-plex QIZIXNIHERZ 12712 MES Me[dh= HYS 7IF02 5ot Aoz MA A2 AZH2 AFSStE &H|, Me|dts ME 5 Xtsst FAt £
ALEXE A0 what 40lE 4= LS. HOT: hands-on time(=%t2! AlZhH, TAT: turnaround time(& £ 82 AlZ)

ZM Bz M-KR-00218 v2.0 KOR
AT TEYLch T Bxtofl= Ar8Y = &Lt HE EM: M-GL-02147 v2.0 | 3



ILLUMINA DNA PREP WITH ENRICHMENT

Szl DNA HE He| |

Golf ot = Efolf HHE0f| M DNAS HIZ
zed oS 2o ZA HED lllumina DNA Prep with
Enrichment®t &7 AL SIS £ H2tel 24T FAHE A
Flex Lysis Reagent Kit(M& A E Y ZIEER0| S »
UASLICE i 88 T2 EZ2 HI= 7|Bto| A|2fE AESHH

30 OI2tel =] AlZtets eefLICh

FEY 4 AsLCh

H 3: QB[XHE I g5 Hlu®

0] 223}l M5

L O

CHRESE [llumina A[ZEA AlA

2ot Bt ALl 0IM8E B & lllumina DNA Prep
with Enrichment £2M2 90%7F &= 2EH 2|=(on

target read), 95%7F d= A 12|10 Z2 PCR XE%%
NSS2Z et [llumina AIEA AARIA AHESHE
AE|g 4= Q= 2UE ESQLICHE 3). Bt [Ilumina DNA
Prep with Enrichment= CHE et [llumina 2I2|X|HE g nt
S 20| 7tsSHH oS [llumina AIE A AJIARINAME A O]
VSRR SR M| St Ml U =2 Mo 2%
ESpSEe =0 O'ALIEHIE‘ 3, F 4).

Tteto|Ef? lllumina Exome Panel Al g X Aax midy
mid 37| 45 Mb 39 Mb 33 Mb
D2H 37 80 bp 120 bp 120 bp
HelEl 2le ola|xele . . )
(2EF) 85% 91% 91%
HH Zo| 34! ek 200 bp o} 200 bp ot 200 bp
20x FHE[X] 93% 96% 97%
HHE| K| PN 95% 97% 98%
MEg2|E HA? 30M 7He| CPF 25M 7He| CPF 20M 782 CPF
SNV FZE 99% 99% 99%
SNV HHiE 94% 94% 95%

a. HIO|E{= OflA|S @loH H| w3t CO|H S LIEHY, AX| M5 AIL2 MEit 2|2 Bl A (read depth) X ME RE0| et Aolg £ AUS

b. A7 EAMojle A =HHZ 48749 *:."“(ET Coriell Institute®l NA12878 #EZ)0| AHE &, H|O|H 2A40ili= Enrichment BaseSpace™ 20| AL &

c. lllumina DNA Prep with Exome 2.5 Enrichmenti= @17t & AIZ &0l 2EE

d. XtMIst 2= BaseSpace App User Guide” &=

e. CPF: clusters passing filter(ZHE Satst= 22| AH)

o
| —
u e
NextSeq™ 550 A|AH! NextSeq 2000 A|AE! NovaSeq™ 6000 A|AH! NovaSeq X Al2|=

2 3: ChESH fllumina AR A A ABI0) X XS & — lllumina DNA Prep with Enrichment 2282 2 ZAM0| g E 145 A|AES HIEet 25
lllumina AlZA A|ARIT AZ 0| 7HS3HH, iSeq™ 100, MiniSeq™ % MiSeq™ AIAE 20| M2|Zf0] &2 AI-A AARDIE ALR0| THsEf
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https://www.illumina.com/products/by-type/sequencing-kits/library-prep-kits/dna-prep-exome-enrichment.html

ILLUMINA DNA PREP WITH ENRICHMENT

H 4: lllumina DNA Prep with Enrichment AH& A| 222 A MZ M2

" 7-&3)(' ‘Sfl‘lgo MiniSeq AIAH MiSeq AlAE NextSeq 550 A[AH
-- Mid High v2 v2 Nano/Micro v3 Mid High

7145 g

TruSight” Cancer 395x 4 8 24 12 1/4 24 96 384

TruSight

Hereditary 395x% 4 8 24 12 /4 24 96 384

Cancer

RES=RiER

ZTZ2H 2,0007H 450x% 6 12 37 22 NR/6 37 260 384

ZT2H 50007H 370x 3 6 18 " NR/3 18 65 200

I 25 10,0007 180x 3 6 19 1 NR/3 19 33 100

Z=H 50,0007 100x NR 2 7 4 NR 7 35 107

T =5 100,00074 100x NR NR 3 2 NR 3 17 53

Z2E 300,0007H 100x% NR NR NR NR NR NR 6 18

" B NextSeq 2000 A[AH NovaSeq 6000 Al2|= NovaSeq X Al2[=
) AHEX gy P2 P3 s1 s2 s4 158 10B 258

HAH mfd®

ZTZ2E 2,0007H 450x 148 593 1778 2370 6074 14,815 2370 14,815 38,519

ZTZ2E 50007H 370x% 72 288 865 1153 2955 7207 1153 7207 18,739

T 25 10,00074 180x 74 296 889 1185 3037 7407 1185 7407 19,259

Z=H 50,0007 100x% 27 107 320 427 1093 2667 427 2667 6933

ZT=E100,00074 100x 13 53 160 213 547 1333 213 1333 3467

ZT=ZE 300,00074 100x 4 18 53 71 182 444 71 444 1156

a. Mid: Mid-output, High: High-output, NR: Not recommended (H# & &|X| %3)
b. AAE IHE WE 40 AlM2 BX 223 28 120 bp 0IF 7t (double-stranded) DNA &2 ot
80% QIEIXHE Z80IMo| EX HHa|X| YAS 7hEe Ma| M2 +E AIE2R, A8 ME EE 2toj=2e2| B, 2t ZeHEn 2292 Mol M| A|Z A o2 X0 2t Ao

1 1 (lllumina Custom Enrichment Panel v2)& 01€%t 2 x 101 bp 2/= Z0l(read length)2t
=1 (e}

A
=T

k=3
pos=
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ILLUMINA DNA PREP WITH ENRICHMENT

M=ot O|o]H
lllumina DNA Prep with Enrichmenti= et 29
DNA AFE Al 0@ #E5tn LatHQl &g 37|52 45ty
AFXLO|AH # St YetEel 2to|2212|E MSeLICt

EESH lllumina DNA Prep with Enrichment= AR 1iE,
7145 mid W AL IHEE 2lsh =2 HHRIX| # LM (high

coverage uniformity)dt HE &l 2| = QI2[X|HE (padded read
enrichment)E M3gLICHIZ! 4). lllumina DNA Prep with
Enrichment= CFE lllumina QI2[X[HE &2 MEHLCH Z=tot
thd A7 ME H0|(single nucleotide variant, SNV)(J1& 5,
I 3) 8! 4el/Z4H(insertion/deletion, Indel) X1 (recall)zt
MU (precision)E M3 = USLICH

B mos s czpxee et AHH2IX| 7Ly

100
90
80
70
60
xR
= 50
=
40
30
20
10
0 N \Y -\
N D N B &
> o o’béb N > rﬁ@
A AT I S SO
SAPS . &
\a & & © <Q
S 2% O 7
IR

T8 4 g2 AWK 7 Yd 9 Y 2|E QIZ[XHE — |[lumina DNA
Prep with Enrichment= HAE IE(IE A~D), 71€& THE(TruSight
Cancer) % A& T AFE Al 22 AHZ|X| #L M THLE 2|=
QIZ|X[HE(RERI)E HIs®

2M Bl M-KR-00218 v2.0 KOR
2 &4: M-GL-02147 v2.0
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lllumina2l Custom Enrichment
Panel XM=

lllumina®l Custom Enrichment Panel MIE&2 CHot
HX QIZ|X|HE YIEZRE Qloh M&stT fHtt 2HIXE

HSELICt 2ot HAE mids MASEALE, A& £
7|EL 7|84 & IOl spike-in THE S F7ISHALE, @7 AFZof
et g CiXtels HEY 4~ JUSLCE 28 22t =72l
DesignStudio™& AtgeH ZHIZES CIXFRISHD 2H40]
ZEIX0|| E2tE IS THE = ASLICH ot C|Xtel
NSEe &5 o|es S AHZ|XIE 2Fete =+
HIRIZHNon-human) &+ 28 %= lllumina Concier
Design Team@l X[&& SdH LX) 7Hs LT £
T 2529l [llumina Custom Enrichment Panel v2= 2E
QIZIXIHE Bl #UM0| 201120 bp 0|5 75 ZEEE
X|5HH lllumina DNA Prep with Enrichment 3! 7|Ef

QIZIX|HE I3 J|ELt: 20| JHsELICHIR! 6, F 5).

o
o

0% i

r 2
0 o

S
[
i

«©
D

t
RIS
PTe)

=]

J

Of

=5
NA

L2k QI2[XHE M1 4B E llumina sequencing by
synthesis(SBS) % XLEAP-SBS™ chemistry2| H2f40|
Z2El lllumina DNA Prep with Enrichment £FM4&
CHbot o7t 20ROl M TIEE A HA o HEY = JUES
WES A7 E 28t Tid & bIRl CHet 37|29 7|4E g at
HAE IS 25 X|JFLICHIE 6). £t lllumina DNA Prep
with Enrichment= lllumina$2Ct OfL[2} EFALS| QIZ|XHE
DT2H/IE0E AFE0| 7tsstE 2 2HIX 0|54 (content
portability)O| 2fEE|0f CHfot 1720 RAHSHA &2 &
USLIC,

F OHZ 2[00
2[X[HE

58 It

L
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ILLUMINA DNA PREP WITH ENRICHMENT

A a0 Horizon HD799 At& #0| &= (Moderate) B a0 Horizon HD803 At #10| ZZ(Severe)
5 y = 1.1305x-0.0325 . 251 y = 1.2433x - 0.0461 ¢
Rz = 0.901 R2 =0.9181
4 20 2 20/
- [ 2 - .._.-‘
2 15 . & 154 %e
e ®
101 10 e
e o0 ®
5 e 5- -
0 , . . . : 0 . . . .
0 5 10 15 20 25 30 0 10 15 20 25 30
A Ho| Bl gmEA Hol gl
C . FFPE M Z SCID_3388(Delta Cq = 7.83) D FFPE ¥Z SCID_3347(Delta Cq = 4.5)
70
[ ]
40 y = 0.4479x + 16.858 60 y = 1.065x - 7.0051 .
4 R2 = 0.5589 o 4501 Re=0.9353
=301 T = 40 N
20 b ° 7130 9.
0 20 -,
7010 R0 40 o
0 0
0 10 20 30 40 50 60 0 10 20 30 40 50 60 70
Assay X 4= #Ho| ¢l Assay X Z& Hol gl
T2l 5: Mok Ho| HE éi%*— lllumina DNA Prep with Enrichment(A, B)= MIZ3 FFPE CHZE R Q17H 3| I2A DNA ME(C, D)2t &AH| =2t
FFPE MZ0] CHall 2 S2=(low abundance) 2l MM I HO| 2= (somatic variant calling) &S 35t0{, O|uf 2H&EE HO| Bl = O ZSASH

F Xt (orthologous gene)

Al assay AHE Al

PHEFE| BIEoF QO[3 ARHEAIZ

)

=2

H 5: lllumina®l Custom Enrichment Panel X&

ItetolE lllumina Custom Enrichment Panel lllumina Custom Enrichment Panel v2
i 37| IZT2E 2000~67,00074 IZ2E100~1,000,0007H
22|10 Hel 80-mer T JtE 2e(0 T2- 120 bp O|F 7t g2|n Z2 2

>99.9%° T2H EXf R,
QC &0l o

(@)

S lllumina 2t0|22{2| T8 7| E

[llumina DNA Prep with Enrichment

Illumina DNA Prep with Enrichment

Ilumina Cell-Free DNA Prep with Enrichment

Illumina DNA Prep with Exome 2.5 Enrichment

lllumina Complete Long Reads with Enrichment

e Cixrel =

DesignStudio === Concierge Design Team

DesignStudio == Concierge Design Team

= AQ AlZH

5~7%

g HE

il

Bl &

dlo

a. OIYE AAY ol E2/H0[HE 21t 80 bp 0IF 7t 22|11 T2 E = Concierge Design Teame S¢if CIXIRl 7ts

b. XbAIEH Al Y

J(Next-generation sequencing, NGS)2.

Z =l
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:M-GL-02147 v2.0 | 7



ILLUMINA DNA PREP WITH ENRICHMENT

_— gE 2|E Ql2[XHE

=2
on
ri
B

H2|x| 2L % — P EE ()

120% 400
99.2% 337 99.0% 98.4% 337_98.3% 350
100%
300
80% oet
250 ™
H
12
60% 200 M
=
o
150 2
40% x
100
20%
50
0% 0
lllumina Custom llumina Custom lllumina Custom lllumina Custom
Enrichment Panel Enrichment Panel v2 Enrichment Panel Enrichment Panel v2
191 kb {4 732 kb {4
12! 6: lllumina DNA Prep with Enrichment AFE Al [llumina Custom Enrichment Panel@l & — lllumina DNA Prep with Enrichment AHE Al
IH &l 2|= QIZ|X|HE %= lllumina Custom Enrichment Panel v27t lllumina Custom Enrichment Panel=2CH & &2 WO 2 LIEHE

H 6: lllumina DNA Prep with Enrichment”t X|2/ot= &&2/et of =270

e 57 oiZ2#lold

TruSight Cancer
7|4 1

TruSight Hereditary Cancer

o] 9l EXO| 3t olz|xIPiE T

DesignStudio =7 S0l ME22 AAH mid 74

500~675,000712| HHO|REISHEl THA/0|E 7HEf T 25 (single/double-stranded biotinylated
HAE g probe)Z2 TAE [llumina = EALTHE ALE
thU/0|E 7tEf 80-mer £ 120-mer 22|10 22 Jts

DesignStudio =7& &3 lllumina Custom Enrichment Panel % lllumina Custom Enrichment
Panelv2 =& 75

Illumina Exome Panel

BaseSpace Sequence HubOlIAl [llumina % EfAF A& THEO| AL 7hsot HIOIE ME M3

2M Bl M-KR-00218 v2.0 KOR
8 | ¥ E2M: M-GL-02147 v2.0 AT TEYLICh T Bt = A2 Y = i&LITh
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ILLUMINA DNA PREP WITH ENRICHMENT

g0t

lllumina DNA Prep with Enrichment& lllumina QI2[X[HE
LEZ2Q I 7t M&0 I EZRYLICE 0| E2ME2 2
300 A2Hel0] ChfFot AR &EA| AFZ0] 7hS5tH
ArsotE XSt 7|82 1id, HAY mig, ME AS AR
S JHQS A7 Ao 2EXO R HE0| /5T YAERRE
|SELICE E 2H|E Ef IHIE 0[S V[ = CHfS DNA
te2 9l ME RAS XALLICE lllumina DNA Prep with
Enrichment= lllumina % EFARS| QI2[XHE T2 5 /1" 5}
AHE0| 7H5otE 2 2HIE 0|5 40| &2 ELIC StAel
lllumina DNA Prep with Enrichment £ 43} lllumina SBS
chemistry2| 22/ M| TX QI2|XHE 3l AlE AR
ARE 7hs7 gt

M 2
lllumina DNA Prep with Enrichment
=H|= Ef BiIE|0[M

lllumina Custom Enrichment Panel

DesignStudio Assay Design Tool

HE =2
= JIEE0 He
[llumina DNA Prep with Enrichment,

20025524
(S) Tagmentation (96 samples)® 00255
Illumina DNA Prep with Enrichment,
(S) Tagmentation (16 samples)® 20025523
lllumina DNA Prep, (S)
Tagmentation (96 samples)® 20025520
lllumina DNA Prep, (S)

2002551
Tagmentation (16 samples)” 0025519
Flex Lysis Reagent Kit 20018706
lllumina DNA/RNA UD Indexes Set
A, Tagmentation 20091654
(96 indexes, 96 samples)
lllumina DNA/RNA UD Indexes Set
B, Tagmentation 20091656
(96 indexes, 96 samples)
lllumina DNA/RNA UD Indexes Set
C, Tagmentation 20091658
(96 indexes, 96 samples)
lllumina DNA/RNA UD Indexes Set
D, Tagmentation 20091660
(96 indexes, 96 samples)
TruS|ght Cancer . FC-121-0202
(8 enrichment reactions)
TruSeg Hereditary Qancer 20029551
(8 enrichment reactions)
[llumina Custom Enrichment
Panel v2 (32 l, 120 bp)° 20073953
[llumina Custom Enrichment
Panel v2 (384 pl, 120 bp)° 20073952
[llumina Custom Enrichment

201M
Panel v2 (1536 ul, 120 bp)© 0111339
lllumina Custom Enrichment Panel® 20025371

a. 7|E0= gtoj=2af2| m3 Ajofat sto| =2 =3E 12719 MEZ 2 X2|(12-plex)St=
839 sto|=22|=3t7t 7Hs Bt 5to|ER| =3t Al2f0] ZRE O AUS. FAH| HIE (Purification
bead)2t IEA OIHE Z210|E(index adapter plate)= =& FLOcHOF &

b. 7IE0= 2tolea{2| & Alofat IBtE|of o, CHE 6to|=2| =%t plexity S X &6H|
QleliM= etXigt 2to|=ei2| &y gl sto|22|=0t 7| ES Bl AFEsioF &

c. lllumina&l DesignStudio =75 &3l ¢I7t #E2 /ot Custom Enrichment Panel2
CIXtl Z7ts. llumina Concierge Design TeamE Sof H|QIZH 2EIX CIXHl Jts.
Concierge Design Service0ll Tt XpM[eE H &= lllumina @Y S0l 22

24 HZ: M-KR-00218 v2.0 KOR
=2 2M: M-GL-02147 v2.0 | 9
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https://www.illumina.com/content/illumina-marketing/amr/en_US/products/by-type/sequencing-kits/library-prep-kits/nextera-flex-enrichment.html
https://www.illumina.com/techniques/sequencing/ngs-library-prep/tagmentation.html
https://www.illumina.com/products/by-type/sequencing-kits/library-prep-kits/custom-enrichment-panels.html
https://www.illumina.com/products/by-type/informatics-products/designstudio.html
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A0 25

1. lllumina. lllumina DNA Prep Data Sheet. illumina.com/content/
dam/illumina/gcs/assembled-assets/marketing-literature/
illumina-dna-prep-data-sheet-m-gl-10373/illumina-dna-
prep-data-sheet-m-gl-10373.pdf. Updated 2022. Accessed
August 17, 2023.

2. lllumina. BWA Enrichment v2.1 BaseSpace App Guide.
support.illumina.com/content/dam/illumina-support/
documents/documentation/software_documentation/
basespace/basespace-bwa-enrichment-v2-1-app-guid-
e-15050958-01.pdf. Updated 2016. Accessed September 22,
2023.

iHumina
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